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Expression of Haemadin Hs Gene in Methylotrophic Yeast Pichia Pastoris 7TAN En-guang. LIANG Ying-jian.
(Department of Biology, Sun Yat-sen University of Medical Sciences, Guangzhou 510089, China)

Abstract [Objective] To study the expression of Hs gene in methylotrophic yeast pichia pastoris. [Methods] Haemadin gene
(from Haemadipsa sylvestris, Hs gene)w as modified with PCR site-directed mutagenesis methods. Hs gene was cloned into pG EM-T
easy vector. The recombinant plasmid was sequenced. The expression vector pPICZB-Hs was constucted. Competent GS115 yeast
strain was transformed by chemical transformation method based on the use of PEG. The expression GS115 yeast strain w as selected.
Flask fermentation of recombinant yeast was carried out. [ Results] Hs gene was successfully modified. Modified Hs gene was ex-
pressed in recombinant yeast. The recombinant pwtein had thrombin inhibitory activity. [ Conclusion] Hs gene can be modified with
PCR site-directed mutagenesis methods and can express in yeast pichia pastons.
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Fig. 3 Sequence of modified Hs gene
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